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HYDROPATHY INDEX COMPUTATION FOR SEQUENCE VSPB. 
TO TAL NUMBER OF AMINO ACIDS IS: 218. 
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HYDROPATHIC INDEX OF VSPB FROM AMINO ACID 1 TO AMINO ACID 218. 
COMPUTED USING AN INTERVAL OF 9 AMINO ACIDS. (GRAVY=-4.95). 
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HYDROPATHY INDEX COMPUTATION FOR SEQUENCE VSPM10. 
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HYDROPATHY INDEX COMPUTATION FOR SEQUENCE VSPM20 
TOTAL NUMBER OF AMINO ACIDS IS: 218. 
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HYDROPATHY INDEX COMPUTATION FOR SEQUENCE VSPM30 
TOTAL NUMBER OF AMINO ACIDS IS: 218. 

5CH 


40 


30 


-20- 


-30- 
-40- 
-50- 


1 


HYDROPHOBIC 



HYDROPHILIC 


1 I I I I I I I I I I I I I I I I M I I I I I I I I I I I I I 1 I I I I I I I I I I I I I I I I I I I I I 

40' 80* 120' 160' 200 1 


HYDROPATHIC INDEX OF VSPM30 FROM AMINO ACID 1 TO AMINO ACID 218. 
COMPUTED USING AN INTERVAL OF 9 AMINO ACIDS. (GRAVY=-5.31). 


FIG. 3D 


Title: Compositions and Methods for Altering Amino Acid Content of 


^>^0V3. r . l J"^B|(s): Rao et ai. 

Ktfft '^\vTl~&U^CLA3S ^Application No: 09/478,598 

™ £j 4\try Dkt No: 5718-16A (35718/193734) 


8/9 

VSPP-metlO sequence 

Sfil 

1 GGCCCAGCCGGCCAGATCTTCGGAGATGAAATGCGCTAGCTTTAGGCTTGCTGTGGAAGC 60 

CCGGGTCGGCCGGTCTAGAAGCCTCTACTTTACGCGATCGAAATCCGAACGACACCTTCG 

61 ACACAACATGCGAGCOTTTAAAACCATTCCTGAAGAGTGCAT^ 120 
TGTGTTGTACGCTCGGAAATTTTGGTAAGGACTTCTCACGTACCTTGGTTGTTTCCTGAT 

121 CATGAATGGCGAACAATTTCGAATGGACTCT^ 180 
GTACTTACCGCTTGTTAAAGCTTAC CTC AGATTTTGTCAATTGGTTGTCCGGAAGAAAAT 

181 TGCTAGTGAAATGGAAATGCATCACAACGACATGTTTATATTCGGCATGGATAACACCAT 240 
ACGATCACTTTACCTTTACGTAGTGTTGCTGTACAAATATAAGCCGTACCTATTGTGGTA 

241 GCTCTCTAATATCCCATACTATGAAAAACATGGATATGGGGTGGAGGAATTTAATGAAAC 300 
CGAGAGATTATAGGGTATGATACTTTTTGTACCTATACCCCACCTCCTTAAATTACTTTG 

301 CTTATATGATGAATGGGTTAACAAGGGCGACGCACCGGCATTGCCAGAGACTCTTAAAAA 360 
GAATATACTACTTACCCAATTGTTCCCGCTGCGTGGCCGTAACGGTCTCTGAGAATTTTT 

361 TTACAACAAGCTGATGTCCCTTGGCTTCAAGATGGTATTCTTGTCAGGAAGGTACCTTGA 420 
AATGTTGTTCGACTACAGGGAACCGAAGTTCTACCATAAGAACAGTCCTTCCATGGAACT 

421 CAAAATGGCCGTAACAGAAGCAAACCTAATGAAGGCTGGCTTCCAG^ 480 
GTTTTACCGGCATTGTCTTCGTTTGGATTACTTCCGACCGAAGGTGTGTACCCTCGTCAA 

481 AATTCTCAAGGATCCAGATCTTATGACTCCAAATGCACTTT 540 
TTAAGAGTTCCTAGGTGTAGAATACTGAGGTTTACGTGAAAGTATGTTTAGTCGTTACTC 

541 AGAGAATATGTTGAGGCAGGGATACAGAATTGTTGGAATGATTGGTGATCAATGGAGCGA 600 
TCTCTTATACAACTC CGTC CCTATGTCTTAACAAC CTTACTAAC CACTAGTTAC CTCGCT 

601 TCTGCTTGGAGACCACATGGGCGAATCTAGAACCTTTAAGCTTCCTAATCCCATGTACTA 660 
AGACGAAC CTCTGGTGT AC CCGCTT AGATCTTGG AAATTCGAAGGATTAGGGTACATGAT 

661 CATGGAGGCGGCCGC 675 
GTACCTCCGCCGGCG 
No tl 
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COLONY LIFT ASSAY TO DETECT PROTEIN-PROTEIN INTERACTIONS 
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